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Figure 1 : Novel Gene Sequence Analysis 
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FIGURE 3 



Comparison of Guanine-SIIIca (GS) to 
Acid-Phenol (AP) RNA Purification 
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FIGURE 4 



Expression of Leukocyte Specific Genes 
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FIGURE 5 
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FIGURE 6 

Comparison of Control RNAs 
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Figure 7: Cardiac Allograft rejection diagnostic genes. 
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B. CART classification model. 



Is the static expression 
of gene 223 (est) 
< 0.0883? 



Is the referenced 
expression of gene 

3017 (GABPB2)< -0.0105? 



Rejection 

1 No Rejection 
VI 5 Rejection 



N 



No Rejection 

5 No Rejection 
0 Rejection 



N 



Is the referenced 
expression of gene 

2756 (Granzyme B) < - 



Rejection 

0 No Rejection 
1 Rejection 



N 



No Rejection 

12 No Rejection 
0 Rejection 



% 



C. Surrogates for the CART classification model. 
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Primary Splitter static 223 ref 3017 ref 4 

Surrogate 1 ref 167 ref 102 ref 2761 

Surrogate 2 ref 301 6 static 36 ref 2762 

Surrogate 3 ref 1760 ref 2764 ref 3016 

Surrogate 4 ref 85 ref 2759 ref 2757 

Surrogate5 ref 2763 ref 2761 ref 2758 
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Figure 8A: Validation of differential expression of Granzyme B in CMV patients 
using Real-time PCR 
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Figure 8B. 
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Figure 9 
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Figure 10 
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Figure 11 



Variation of Control Genes from PAX RNA 
(2ug) and CPT RNA (0.5 ug) 




* * J° ✓ ^ ^ ✓ ✓ ✓ J* s 



Gene 



Intensity of Control Genes from PAX RNA 
(2ug) and CPT RNA (0.5 ug) 




«° # J> jT ^ ^ ^ # > A jf 



Gene 



WO 2004/042346 



P<?T/tJS2003/012946 



Figure 12 
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Figure 13 
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